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Error code Error Description 

This error has occured more than 20 times, will not be displayed 

W 213 Artificial or Unknown found in <213> in SEQ ID (80420) 

W 213 Artificial or Unknown found in <213> in SEQ ID (80421) 

W 213 Artificial or Unknown found in <213> in SEQ ID (80422) 

W 213 Artificial or Unknown found in <213> in SEQ ID (80423) 
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W 213 Artificial or Unknown found in <213> in SEQ ID (80425) 

W 213 Artificial or Unknown found in <213> in SEQ ID (80426) 
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3 <110> APPLICANT: ALEXANDROV, Nickolai et al . 

5 <120> TITLE OF INVENTION: SEQUENCE -DETERMINED DNA FRAGMENTS AND 
CORRESPONDING POLYPEPTIDES 



8 <130> FILE REFERENCE: 2750-1571P 

10 <140> CURRENT APPLICATION NUMBER: US 10/645,822 

11 <141> CURRENT FILING DATE: 2003-08-22 
13 <160> NUMBER OF SEQ ID NOS : 80426 

15 <17 0> SOFTWARE: Patent In version 3.2 

17 <210> SEQ ID NO: 1 

18 <211> LENGTH: 612 

19 <212> TYPE: DNA 

20 <213> ORGANISM: Arabidopsis thaliana 

22 <400> SEQUENCE: 1 

23 aatataataa tcgcagggat agacacagga gctcttacca tgatatgggc aatgacagag 
25 ctcgcaagaa accccgaact aatgaagaaa gttcaaggcg agattagaga ccgctttggc 
27 aacaataagg agagaatcac caaagaagat ctaaataaag ttcctttctt aaacatggtg 
29 atcaaggaaa cattcagatt acacccagta gctcctcttc tgctcccaag ggaaacaatg 
31 actcacatca aggttcaagg ctatgatatt cctccaaaga gacggatctt agtcaacact 
33 tgtgcgatag gaagagatcc taaactctgg ataaatccgg aagagtttaa ccccgagagg 
35 tttatcaaca accctgtaga ttatagagga caacatttcg agctcttacc gttcgggtct 
37 ggtcgaagga tatgtcccgg gatggggttg gggatcacta tagtggagtt gggacttttg 
39 aacttactat acttcttcga ttggagagca cctgatggga tgacacataa agatatcgat 
41 acagaagaag ctggtatact tacagtagtc aagaaagtac ctctcaagct tgtcccagtt 
43 cgagttcagt ga 

46 <210> SEQ ID NO: 2 

47 <211> LENGTH: 203 

48 <212> TYPE: PRT 

4 9 <213> ORGANISM: Arabidopsis thaliana 
51 <400> SEQUENCE: 2 



53 


Asn 


He 


He 


He 


Ala 


Gly 


He 


Asp 


Thr 


Gly 


Ala 


Leu 


Thr 


Met 


He 


Trp 


54 


1 








5 










10 










15 




57 


Ala 


Met 


Thr 


Glu 


Leu 


Ala 


Arg 


Asn 


Pro 


Glu 


Leu 


Met 


Lys 


Lys 


Val 


Gin 


58 








20 










25 










30 






61 


Gly 


Glu 


He 


Arg 


Asp 


Arg 


Phe 


Gly 


Asn 


Asn 


Lys 


Glu 


Arg 


He 


Thr 


Lys 


62 






35 










40 










45 








65 


Glu 


Asp 


Leu 


Asn 


Lys 


Val 


Pro 


Phe 


Leu 


Asn 


Met 


Val 


He 


Lys 


Glu 


Thr 


66 




50 










55 










60 










69 


Phe 


Arg 


Leu 


His 


Pro 


Val 


Ala 


Pro 


Leu 


Leu 


Leu 


Pro 


Arg 


Glu 


Thr 


Met 


70 


65 










70 










75 










80 


73 


Thr 


His 


He 


Lys 


Val 


Gin 


Gly 


Tyr 


Asp 


He 


Pro 


Pro 


Lys 


Arg 


Arg 


He 


74 










85 










90 










95 




77 


Leu 


Val 


Asn 


Thr 


Cys 


Ala 


He 


Gly 


Arg 


Asp 


Pro 


Lys 


Leu 


Trp 


He 


Asn 



78 100 105 110 



60 
120 
180 
240 
300 
360 
420 
480 
540 
600 
612 



6 



ENCODED THEREBY 



RAW SEQUENCE LISTING DATE: 05/25/2010 

PATENT APPLICATION: US/10/645,822 TIME: 12:07:58 



Input Set : C:\CRF4\abss\input\2009033lA\10645822.raw 
Output Set: C:\CRF4\ABSS\EXPORT\20090331A\J645822.raw 

81 Pro Glu Glu Phe Asn Pro Glu Arg Phe lie Asn Asn Pro Val Asp Tyr 

82 115 120 125 

85 Arg Gly Gin His Phe Glu Leu Leu Pro Phe Gly Ser Gly Arg Arg lie 

86 130 135 140 

89 Cys Pro Gly Met Gly Leu Gly lie Thr lie Val Glu Leu Gly Leu Leu 

90 145 150 155 160 

93 Asn Leu Leu Tyr Phe Phe Asp Trp Arg Ala Pro Asp Gly Met Thr His 

94 165 170 175 

97 Lys Asp lie Asp Thr Glu Glu Ala Gly lie Leu Thr Val Val Lys Lys 

98 180 185 190 

101 Val Pro Leu Lys Leu Val Pro Val Arg Val Gin 

102 195 200 

105 <210> SEQ ID NO: 3 

106 <211> LENGTH: 190 

107 <212> TYPE: PRT 

108 <213> ORGANISM: Arabidopsis thaliana 
110 <400> SEQUENCE: 3 
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160 <210> SEQ ID NO: 4 

161 <211> LENGTH: 186 

162 <212> TYPE: PRT 

163 <213> ORGANISM: Arabidopsis thaliana 
165 <400> SEQUENCE: 4 

167 Met Thr Glu Leu Ala Arg Asn Pro Glu Leu Met Lys Lys Val Gin Gly 

168 15 10 15 

171 Glu He Arg Asp Arg Phe Gly Asn Asn Lys Glu Arg He Thr Lys Glu 
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215 <210> SEQ ID NO: 5 

216 <211> LENGTH: 1099 

217 <212> TYPE: DNA 

218 <213> ORGANISM: Arabidopsis thaliana 

220 <400> SEQUENCE: 5 

221 gttcgagatg ccctataata tatggtgtgg tggctgtagt tctatgatcg ccaagggtgt 60 
223 tcgatttaat gcagaaaaga agcaagttgg caactattat tctacaaaga tatggagctt 120 
225 tgcaatgaaa tcaccatgct gtaaacatga gatagtcatt cagacagatc ctcagaactg 180 
227 cgagtatgtc atcactagtg gtgcccagaa gaaggttgag gaatatgaag cagaagatgc 240 
229 agaaaccatg gagctcactg ctgagcaaga gaagggaaag cttgcagacc ccttttatcg 300 
231 tctagagcac caggaagtag atttacagaa gaagaaagca gctgaaccgc ttttggtccg 360 
233 tettcagega gtctcagatg caagacatgc tgatgattac tccctaaaca aagctctacg 420 
235 tgeacaaett aggggacaca gaaaacgtgt agcagaggaa gagactgett caaggaagct 4 80 
237 aggcttgggt ataagactgc ttccaaagat tgaagaagat attaaagctg cctcaaacgt 540 
239 gaaattcaag agcaagtttg ataagaatcg aaaggacaaa cgagcactga tccatgcatc 600 
241 ttccattttt cccgagtcgt cttactcatc gagcaagaaa agaatggagc tggaagcaaa 660 
24 3 aagaaggaaa ataagegcag catccgcatc aagtctattg agaggaggat tcaaagcttc 720 
245 atctttatct acaaacccat cagcaagcaa geccaaggtt tcatcagttt ctctaggtat 780 
247 tctgcctggt etcatgeaaa tcagtcttcc taaaggtatg acgatcaagg agtttgatac 840 
24 9 tatgaagctc acagegcagt ttgcggcttg gtatggtaac cgtttttggc tgaaattgac 900 
251 aaaaatacct agctttgagt tcaccaatca aactgatege aacttcaaac gtttctttcg 960 
253 gtttgttctc gagtattcca aagtatttac gcccccaaaa gatttgggag aaaagatgag 1020 
255 gaagagtgac gettatgeag cagccattca ggatgggttt tttcegtett cttcagtggg 1080 
257 atggtctcca gcagcttga 1099 

260 <210> SEQ ID NO: 6 

261 <211> LENGTH: 365 

262 <212> TYPE: PRT 

263 <213> ORGANISM: Arabidopsis thaliana 
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